Conta- Unad- Ad- Ancestral
N mixed mixed Error Contamination Neanderthal Admixture Log-posterior
minant human .
anchor anchor  rate rate . drift rate mode
panel drift
panel panel
0.517% 4.663% 0.428 4.999 1.609%
AFR AFR EUR (0.502% — 0.526%)  (4.564% — 4.787%)  (0.426 — 0.432)  (4.989 — 5) (1.585% — 1.63%)  ~1025944.516
0.71% 2.471% 0.415 4.997 1.486%
EAS AFR EUR  (0.697% —0.721%)  (2.403% — 2.564%)  (0.412 — 0.418)  (4.985 — 5) (1.462% — 1.508%)  ~1028456.347
0.727% 2.288% 0.414 4.999 1.482%
AMR  AFR - BUR (6719 —0.733%)  (2.208% —2.361%)  (0.412—0.417)  (4.985 — 5) (1.459% — 1.501%) 1028866312
0.724% 2.315% 0.414 4.998 1.479%
SAS AFR EUR  (0.709% — 0.732%)  (2.219% — 2.375%)  (0.412 — 0.418)  (4.984 — 5) (1.458% — 1.5%) -1028823.568
0.761% 1.875% 0.413 4.998 1.463%
BUR  AFR  BUR  (5745% — 0.77%)  (1.784% — 1.928%)  (0.41 — 0.415)  (4.984 — 2.5) (1.457% — 1.495%) ~ 1029429156
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